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  Marks CO BL 
Q.1(a) Describe different types of immunity. Explain the B-Cell activation and immune 

response. 
[5]  1  2 

Q.1(b) What do you mean by vaccine lead? Explain the concept of Reverse Vaccinology. [5]  1  2 
       
     

Q.2(a) Explain any two immunoinformatics databases with their applications. [5]  2  4 
Q.2(b) What do you mean by Epitope? Differentiate between linear and conformation 

epitopes. How Paratopes are related to epitope. 
[5]  2  2 

     
     

Q.3(a) Describe the prediction of B-Cell and T-Cell Epitopes using IEDB resources. [5]  2  2 
Q.3(b) Describe Antigenicity and Allergenicity Prediction. [5]  2  3 

     
       

Q.4(a) Explain the method used to identify the vaccine target. [5]  2  4  
Q.4(b) Write a short note on Adjuvant and linkers for epitope binding. [5]  2  4 

     
     

Q.5(a) What is the Ramachandran plot? How is it useful in structure modeling of vaccine lead? [5]  3  2 
Q.5(b) What is molecular docking? Explain how docking is useful in reverse vaccinology. [5]  3  2 
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